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N 3 - X-%-%-X-X-X-X-X-X-X-X-K-X-X-X-X-X-X-X-X-X-X-X-val-leu-thr-ala-gly -pro-asp-met-his-lys-trp-
gln-lys-phe-alta-X-X-X-X-X-X-X-X-X-X-X-X-X-X-X-X-X-X-K XK -X-K-X-X-X=X-H=X X=X ~K-K-X-X-X-X-X-
x-X-X-tyr-the-trp-trp-met-his-gln-me-trp-X-X-X-X-X-X-X-X-X-X-X-X-X-X-X-X-X-X-X-X-X-X-X-thr-
gly-ala-val-pro-arg-leu-his-leu-leu-gly-thr-x-X-X-X-X-X- X-X-X-X-X-X-2-K-K=K-KK"1c0ee e, C g

F1J8 T 7 Genetic Code Table (R0 K AR primer ZJF 5 (5'103"), FIRARWZHE - (15%)

AAA Lys ICAA [Gln  JGAA |[Glu |UAA [Stwop
AAC Asn  |CAC  [His GAC lAsp  [UAC  [Tyr
AAG ILys CAG  |Gin |[Glu__ [UAG  |Stop
AAU Asn CALl  |His GALI -+ |Asp UAL  |Tyr
ACA Thr CCA  |Pro GCA  |Ala UCA  |Ser
ACC Thr _|CCC_ Pro  [GCC  |Ala UCC  |[Ser
ACG Thr CCG  |Pro GCG  |Ala UCG  |Ser
ACU Thr CCU  [Pro GCU  |Ala UCU  |Ser
AGA Arg CGA  [Arg GGA |Gy UGA  [Stop
AGC Ser |CGC __|Arg |GGC__IGly  IUGC _ [Cys
AGG Arg  |CGG_ |Ag |GGG [Gly UGG |Twp
AGU Ser ICGU  |Arg IGGU __ Gly UGU  |Cys
AUA fle  JCUA Lew  |GUA |Val UUA  [Leu
AUC Tle ICUC  |Leuw  |GUC  (val UUC . [Phe
AUG Met |[CUG  |Lew  IGUG  [Val UUG  |Leu
AUU Te ICUU  |Leu GUU  [Val UUU  [Phe

2. #J§dL= primers 247 RT-PCR 5% partiai cDNA, 38 B 57T J 75 & 5 3 fo 7 7
A ik partial cDNA #i-—# clone full-length cDNA (5%).

3. #1837 Z full-length cDNA screen cosmid library 3% 3| — B 36 Kb penomic DNA 4
FHibEE R 5 flanking sequence » #3240 7 7% i, genomic DNA o 3 5 i 3 F 7
# transcriptional start site (10%).

(F @448 8,31 S)

7-‘-'—5679



Lo :
@arn BIAARE L ppmvian 2 prame wm

ok

i

| =t i

10.

At g4 R

¥ & & (730 promoter and enhancer (5 %), i — F v fT48 & ¥ 2 E 8y enhancer
B promoter M {1 | 7 (5%).

3B R4 BB transcriptional basal initiation complex {77 promoter i | ¥
i (10%).

HEWMSEwil SREAEHMF chromatin = histone B non-histone & & # #v
MEFEAXR (10%).

Please design an expressing cassette to express the cloned gene and a simple method to
facilitate the purification of expressed protein. (10%)

Please draw the chemical structures of adenine, ddenosine and AMP. (9%)

Please describe the transition mutations and the fransversion mutations, and give
examples. (9%)

How do you generate Klenow fragment; and describe its biological function and potential
applications? (12 %)




