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3. LB cDNA clone ## genomic clone fj# 2 45 % :

cDNA clone E & intron

cDNA clone ## genomic clone % 4,# intron
genomic clone E 4 intron

cDNA clone ## genomic clone % 47,35 exon

PAEgYH

WmoQw»

4.WT%&ﬁﬂﬁEEE%%EW%Eﬁ%§®ﬁwwmmmmthWMﬁ%%?

A. transcription factor
B. promoter

C. ribosome binding site
D. TATA box
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5. AT B i 3 — 1837 £ [ (novel gene) # 4 41 3 i » 7T EUR) R T B9 — B B AT S AL 2

transgenic mice
gene knock-out
in vitro analysis of recombinant protein
in vivo analysis of recombinant protein
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A. Northern blot

B. Insitu hybridization
C. RT-PCR (reverse transcription and PCR)
D
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. Southern blot
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£ % transmembrane domain

£ A signal peptide #u transmembrane domain

3t C 3% hydrophobic region

LA signal peptide {2 % # transmembrane domain

T B signal peptide 4,74 % transmembrane domain
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8. R M A —18 receptor ¥ cDNA clone E¥E & B & & i 3 (recombinant protein
expression) * M EREN—ERARAREYE ?

A. mammalian cell system
B. E. coli system
C. bavulovirus system
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agarose gel electrophoresis
affinity chromatography
lon-exchange chromatography
gel filtration

PLL %
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10. Mammalian cell expression system . T 7| i s (B B ¢

disulfide bond formation

protein glycosylation
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IL M2 (11-158)

11. Pt #7584 pUC 2 B8 (5%)

12. i3t cDNA library Z #% 4 (5%)

13. #it ELISA RE BB AESHE 5%)

14. 758 DNA 1540 ( DNA fingerprinting) #i . £ KB B F B AL (7%)

15. L E 43 DNA # /i (DNA chips) 2 77 i B3t Flig (7%)
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1).
2).
3).
4).
5).
6).
7.

inclusion body

nested primers

Ti plasmid

RT-PCR ,

restriction fragment length polymorphism
passive immunity

ribozyme




