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2. ¢4k Translation ¥ a) Initiation; b) Elongation; ¢) Termination 24 7 #
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3. ¥ )T 714 #; b)EE A R 20%)
(a) Post-translational modification
(b) Real time polymerase chain reaction
(c) Epigenetics '
(d) Okazaki fragment
(e) nonsense mutation and missense mutation

4. 3% # a) gene knock down; b) gene knock out; c) Sk H4E B AT SRR
knock down & knock out X B DA XL B 2 ke (20%)

5. #4&l a)T3 Gel-mobility shift assay (EMSA) & Chromatin
immunoprecipitation (Chip) assay; b)st =¥ # 2 & F AR B c)
Ve 3h = AT HE 4 B B AT B 7 (20%) .




