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1. BN =ETTARNAEEOQES TBOITEGRIFEEE - (10%)

2. EPERAGEEEEHA (oncogene) ? {aliH housekeeping gene ? (10 %)

3. MDR—ERBLERE AT ONA B8 (code) § 4 B — LT BEZE % (point mutation) » SR FTEE A HR44TE
GEIREEE 7 (10%) :

4. FFBE(LRAEG AR E phosphate group) B EF » SAARIEREELIREBITEIE L4 (LRI IE
hZAEREERE - (10%)

5. FEREHIE{H 25 (genetic code)#T3E (L4 (degenerate) » HEEE (wobble) F {R5F1E (conservative) » (10
%)

6. {15 DNA FIZ{L(DNA methylation) ? HAEAEYR FAFEEME? (10 %)

7. Fif(antibody) FEARERIBFE A% Y REEAAE  SHREHIBD TEMSY - EERHE
HURAIIEFIEREE » (10 %)

8. [FERTYIH&EE: (30%)

{1) SDS-PAGE  (2)Telomerase

(3) Angiogenesis (4)non-essential amino acid

(59 Hybridoma  (6)glycoprotein

(7) Lagging strand LS.) Restriction endonuclease

(9-) Gapjunction (10.) Gel Retardation




