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+ w38 B 8 (Glycogen) - R KE 3 (Cellulose) & # T 8 (Chitin) = f %
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* {A] 3H SH {4 % 5 (genetic code) ? Al ffR ¥ S 4 % 105 ) 1 B B2 AR (Wobble

hypothesis) = (9%)
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R T 5 4R (24%)

. Treverse transcriptase

. G proteins

heat shock proteins
gap junction
monoclonal antibodies
liposome

B-oxidation
transposon
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