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A Gel filtration chromatography
B. Isoelectric focusing

C. lon-exchange chromatography
D. Rate- zonal centrifugation

E_ Affinity chromatography

F. SDS gel eletrophoresis

O HLE W TH & 4 #(12%)

1.Shuttle vector

2.Ames test

3.DNA vaccine

4.RFLP(restriction fragment length polymorphism)
5. Western blotting

6.abzyme
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