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1. Mitochondria genome is small and very compact in terms of gene density,
codon usage and nucleotide sequence (16, 569 bases) and nuclear genome
is about 3X 10° bases. And recently it is estimated that the nuclear
genome contains about 3x 10! genes. It is conceivable, there is a lot
of differences between mitochondria and nuclear genomes. Please
describe them briefly. (10%)

2.0ne researcher found that one sequence motif within a sequence 1is
important for the gene activity from reporter gene assay and
transfection study, what techniques can he/she can use to identify that
a protein factor or transcriptional factor that is bound to the sequence
motif, given that you have yeast host strains, reporter gene, etc,
available for use. Also describe its principle behind it. (10%).

3. There are a number of ways to identify the mutation(s) or polymorphisms

within a gene or the disease gene. Please list them and give a brief
description of them. (10%).

4. In genetic linkage analysis to search a disease gene locus, one often
has to identify a clone or subclone from a candidate region that contains
exon(s) which presumably may contain important sequence information.

Please list ways to identify that an insert containing an exon(s).
(10%).

5.3 M B iPA Microsatel lite R & 4 43l L 94 E F iR A & » (10%).
6. # 3 Fluorescence in situ hybridization(FISH) #y/&32 - . (10%).

TR W —RBRERO L AR AR T IR EZRE TR
a - (10%).

8. 3% 8 confocal microscope & & fluorescent microscope z}? ¥ FENEH
A (BB F oS L RIMALBEERE—FIMER L
W8P — B8 HyREEHM) - (10%).

9. 3% % — DNA binding protein X» —DNA K& Y« RAH K234 7 X 2

Y # binding protein « #®% i HHEXR  EARERERET XY 218y
binding & specific # » M &% non-specific binding ° (BEAX » RER

(¥ @A B S )

N¢qoerp




PR

Bz & X%
Bk iR /77 5 4975}

S|
&
RS
o~
&k
=
=
=
___\\\
u
P

M— 4k tn) o (10%).

10 RA—FaEc > @B (rotor) THK 18 XM FME (W B) - BIRR
ERMET X HSE > 2420l 9FERB(LRAETXEE) —BYEEA

Ao XMESE 0 GEN 20U KR 8 R AECHE R E 0 BT EES o (10%).
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