EIRVASRZIPN- =

11024 B I EAE Z R AE

325

D R SERT
P EYHEER
0203
P53

L AHEERET R



& 325 BTG AER 110 B4R E - EiE A 25

% P ORESRETRAT

EHEAE  £PEE ESEM ¢ 0203 {2 3
F1H-#3F

MOBETER  FREATIE AR .  BREREREE  REAREE LIFEE - Tty -

— BN (B8 4
L UTFTH—EZMRRESEALEZRE LR T 9

(A) Alanine-glycine-phenylalanine
(B) Phenylalanine-leucine-alanine
(C) Leucine-alanine-lysine

(D) Glutamate-aspartate-glycine
(E) Lysine-proline-arginine

2. B BRFRIUREBNEUREAHALE?

(A) Vimax S5 R 8+ Kna 381
(B) Vimax #R5FF 8 > K 3 Ao
(C) Vmaxi‘éi’f‘ » KR8
(D)Vmaxﬁ)j‘ﬁ ¥ KMK%
(B) Vinax 0245 R 8 » K R 8

3. EAHERARBEEUTHA?

(A) mRNA
B) #EEg

(C) GTP

(D) FiH &45 t(RNA B iS4 el 5 Lt
E) sAb%E

4 FRZEH > DNAFo mRNA ) P BPN B > R (FHE0RE) 5 RIE (34
Fokk) HARRIER B ?

(A) DNA>mRNA>E &%
(B) mRNA>%& %>DNA
(C) & & %> mRNA> DNA
(D) & & H>DNA> mRNA
(E) mRNA>DNA>Z & %

5. 5-RAER (5-FU) R—#mmikisdy BBFHAS LT AE 542 b B 13 8 S 0 5 Bh
H I da B

(A) M =58k (dTTP)
(B)=stEm Ak H (dUTP)
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D) & ¥ ==& (UTP)
B) =#em i (CTP)

6. A% & % R (proinsulin)#{t Ak & F (insulin) &) & &R @ e F 940 > EREEEKE P AT A
#Eg ?

(A) #4585 (transferases)

(B) & #a% (hydrolases)

(C) # s (lyases)

(D) E#a5 (isomerases)

(B) 168 REE (oxidoreductases)

7. BB FAGEESERERGERELRGE AT - AL LA MREAY R EME AR
57

(A) & #£8 (alanine)

(B) # &8k (lysine)

(C) B340 (isoleucine)

(D) #2h% #.8 (hydroxyproline)
(B) ¥ B8k (cysteine)

8. mRNA #44+/8& BT A EM & L b BIM ISR B8 6038 F [ AF 7

(A) poly(A) tail

(B) 5-¥ 3 & H1g (5-methylguanosine cap)
(C) AfB%T

(D) %-EaF (exons)

(E) M4F (introns)

9. Z AW Feh kAR ulakibay ¥ RAg?

(A) #£.5 » M58 > 85588 (Serine, Histidine, Tyrosine)

(B) 4 4.8 » B 4.8 » A8 (Serine, Threonine, Tyrosine)
(C) # 4.5 » %48 > &£ 8 (Serine, Threonine, Histidine)
(D) # 48k - BAEL » RALE (Serine, Lysine, Aspartate)
E) mrsx

10. B#Basy - 438 > SR F 8 T'H (starch, glycogen, cellulose, and chitin) ¥ % &% » LU Fof
ARG A EFES ?
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1. Briefly describe the following terms. (20%)
a. Peptide mass fingerprinting
b. Receptor tyrosine kinase
c. Immune checkpoints
d. Western blotting

2. Describe and compare the following terms: (20%)
a. Glycogen vs. Starch
b. Small interfering RNAs (siRNAs) vs. MicroRNAs (miRNAs)
c. DNA polymerase vs. RNA polymerase
d. N-linked glycoproteins vs. O-linked glycoprotein

3. Two polypeptides, A and B, have similar tertiary structures, but A normally exists as a monomer,
whereas B exists as a tetramer, B4. What differences might be expected in the amino acid
composition of A versus B? (10%)

4. The active site of lysozyme contains two amino acid residues for catalysis: Glu® and Asp*2. The
pKa values of the carboxyl side chains of these amino acids are 5.9 and 4.5, respectively. At pH
5.2, what arc the ionization states (Protonated or deprotonated) of these two residues? (10%)




