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BEM SREHF2S X 50H 0 2EHF 1005 - BRI c B—BHFELFEEY -
BER(EE) -

L AH B RRRERL  THHFSER AL HLBRBEAEE - HFRIAL K \—'f'xz‘r'lﬁi'l:ﬂ
A BN | (A)RAVEA ¢ (BYdr ¥ 8 (Na' /K -ATPase) ; (C)f.l.%ﬁ-?’g #H(H-ATPase) ; (D)
7k i 38 & & (Aquaporin) °

2-%ﬁﬂm§%iﬁ‘€?€.§%ﬁ:$5ﬂﬂ’i6ﬂ‘!’ WFSFHRTEHNEATABEHHEIL  Fa s
Wére - B o - RELEHEY - BItHEE T EAFSH I NEBRAMYE  mEL
FREIESE - R LK RTFFRETHMESETSHEE  (AEFE BELE (OWRE
FoDEFE-

3.FFMTE AMARFEENL AL  (AgRed  B)ER Ok DYEaX -

4. 5% TERER, LB ﬁgﬁéﬁi%%&}oiﬁ%\ REGHAATORGHE > BAHERBE
BETRETFREALGRYRE - XEEYERERA  BRATRFAEAHERS > WA T IMT
HRE - EMBELBELLT I (A)#H (B)E#H 5 (O (D) -

5. BEEE RN ESOITE  ERADELEAN SRS ER RS BERIL F—EH T
F o Bl B FHMBFF > FEREGAFGOT IS RESLHH - FEMHA - LES T4y
B3R R BT ZH —4E © (A)sk ¥ K48 B (Miillerian mimicry) 5 (B)E #7 2 K 4% & (Wasmannian
mimicry) ; (C) B K 3% £& (Batesian mimicry) ; (DMZ =&tk #% f& (aggressive mimicry) e

6. F 5 A et B PR HE I S U BURAT A B4R | (AR>S B 2 >ER>%8 ) (B) A& 2 >EH>
EEE>HERE S (OB B> £ B 2 >%3>ar (DA B A>RE>%A>E -

TERHBETIAEAR  nHEGE RE LERFRELDUHFHLETIHR-1 (A TFER
F1: By A& (OBTEAMN: D)EAFR -

8. L34 T Hidh ta i B 3 &, 48 £ 20 ¥ (chromosome count > n 3 2n %) » T3y H B A A% (A)BE
L %= fin(antipodal cell)-3n ; (B)§p fa i (egg)-n » (C)-)Fio 5 &= f2 (micro-sporocyte)-n 5 (D) K78 F & fm
éL(mega-sporocyte)-2n e

9. B BMEITLF 4L 0 L4 F vkt H F.5(embryo) » 4.8 F (gametes) - & 50 F A
(sporophyte) * TR £ (protonema) ~ /&.5F & (sametophore) » F #|44 H 10 FHBE B 5 FIE

F ATk F>L—-RA B)ToA—L—=F—-A  (OfF=T-%22—-F .(D)AE->F>T
—))’E-—->Z_, o

10. FHHWHD B EATHERMEHER  (AGEBREOETHEERS  BWEH
ﬁ#*$ﬂﬁ%ﬁxﬁﬁ(Qﬁmﬁ&#%%%?%&h(m%ﬁxﬁ%@%EIT#zmm
i e
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1L A FHadheh it @M AT S ~ B8 ~ Rl > MM FEERE A G E. Coenfv E.
Meyerowitz £ 1991 FA742 i ABC#AI(ABC model) » T AL EA B CAR AR
(AR (B  (OFLE DR -

12. AR og @i ¥ FAMTETIER AR Fomkih B EAKRE I ¢ (A) & B (cortex) : (B)M &
(endodermis) ; (C)#%(pith) ; (D)% & (epidermis) -

13. 4% # 7 5% (phototropism) &, # 34 (gravitropism) & 5 2] F 7 SR 4 e 5 94E © (A)BRJE B
(abscisic acid) ; (B)% B % (gibberellin) ; (C)% & % (auxin) ; (D)2 % (ethylene) -

14, Z£3iGHE  BERT 0T FIPEE IR E T EIFE SR AR © (A)BER 8 (abscisic
acid) ; (B)& B % (gibberellin) ; (O)4 & % (auxin) : (D)4 2 2 Z % (cytokinins) ¢

15. Ak AR BERAABARMBARAGHLLANEY  meg "EREIEARE, 28k
AR — AR E ReOE e  RBLEEEOBE > R TATEMILBENRHLIBE © (A)
5%, 38 #1 4 42 (photoperiod pathway) : (B)% B 4 i& f2(gibberellin pathway) ; (C)#&1ti& 4&(vernalization
pathway) ; (D) & %1% B & (autonomous pathway) -

16. A RBARBERELDRAR LN FEERZHAE AARRRELEITH AR ESR » K
HAERBEAR Ao EnddER A BHEEHUBNE > THAEMERAHAMERS
A AR EFaRRFA S @Y T (ARBRHE coli) ; B)&kMAR H (Pseudomonas
aeruginosa) ; (C)EAZ H(Agrobacterium tumefaciens) ; (D)8 4 # (Saccharomyces cerevisiae)

17.1993 43 8 M 4L4 8843 = Kary B. Mullis B % & T 774847 > TH £ —45% DNA K &%
B8 ¥k ' (A)DNA #4% 5|(DNA microarray) ; (B)# 4-8531% 41 K f& (polymerase chain reaction) ; (C)
B %4k R M. (reverse transcription) ; (D)DNA & & # #7(DNA sequencing) »

18. KA ER R P - EF B AR AL RGBT W ENL - (AL BB OBEH
B D)EHE -

19. F FiMe7 H =T 4248 4m Ao 18 38 G2 M & 2 (G2 checkpoint) e M A F &5 H # 1 (A)% & #B5(protein
kinase) ; (B)4=ft 8 #] & G (cyclin) ; (C)dz R $T 4 & & B F(Platclet-derived growth factor
PDGF) ; (D)sz 342 i B F(Maturation-promoting factor > MPF) =

20. o RALEM LA HHE OB ABH » Q| FLaBTiA : (AAB-O; (B)A~B- AB»
0:(C)A-~B:(D)A~B-AB-

21 F R AT o B A5 A 7 (AT S AR BT R HBR © (B) X By AR AT S AR 5 (O)BF 53 AR 1 K #%
AR 5 (D)7 AR P2 AT B K -

22. ho R — A B ipindl T BB » BA TRELAMKAE ? (A)DNA &% % 5 (B)DNA
BEARE  (OmMRNAMELHER DR eEHEeimEse -
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23. Afata s+ 49 Cdc2(cell division cycle 2)& & €4 T #1474 %40 (A) i B HE & A(cyclin
A) s (BéajeiB % & B(eyclin B) 5 (C)t= 2883 % & D(cyclin D) ; (D)émfe B #3 & & E(cyclin E) »

24. RNA interference (RNAD)# 2 B 64 3 £ M & B 7T 5 % 7 (A)# B 2 K (gene amplification) ;
(B) 3 B 4% B 1t (gene silencing) ; (C)#& B 5] (gene knockout) ; (D) B B4X(gene replacement)

25. 4o R ¥ % DNA 698 K 57 51 % 5-GACCAT-3' » 8] RNA %4850 b8 DNA & a4 R ¢
RNA 4 5 7] 547 7 (A)3'-CUGGUA-5' ; (B)3-CTGGTA-5"; (C)3-GACCAT-5' ; (D)3-GACCAU-
5

26, ~ U R AEFEHE—KH200kb ) DNA F P EAEZRH Y - THMELERELEHEN? (A
7 (plasmid) ; (B)—18 #& &y =% ¥ 4% (typical bacteriophage) ; (C)#m # AT ¥ & 5% (bacterial artificial
chromosome * BAC) ; (DMl & -

27. mEHBEHRBRA S TIMTERT | (AR EATHE % 0985 (enzymes) ; (B)sE & #9425 8 DNA %,
RNA OB raEal DR FRaZoiaEseniayissH -

28. tm Bp O] i i1k $3 315 45 (post-translation) AR R E ST ESG EVYE ST G € B T 540
F 4% - EBE & iR (proteasome) 4T 454 7 (A)i2 % (ubiquitin) ; (B)%& & i &% (protein
kinase) ; (C)#% & B4 (phosphatase) ; (D)4$4% % & (chaperonin)

29.CO2~ CO ~ Oy = RAL A o o T HARAv S WIRF » 4T EFE 7 (A)0,>C0O,>CO 5 (B)CO>
0;>CO; ; (C)CO2>CO>0; 5 (D)02>CO>CO, »

30 AATE TR S BB R ¢ (AR B4 4 L(sensory neurons) ; (B)iE #4¥ £ 7t (motor
neurons) ; (C) ¥ fa] 7 £& 7t (interneurons) ; (D)§& 49 £& st(auditory neurons)

31, 7F F4e7 5 =T A3k i 3R 18 48 de B B &4 B5 48 % (lipid bilayer) 7 (A)=-fi4t4%  (B)B& # & (amino
acid) ; (C)# &4 : (D)svaF(K) -

32. THMTERAR SRR EL MO ZRE2(A)EETRESHBENNEE  MEAERALE
#iafe s BymEBREESE S ik(capsids) MPREZRAFTAENE OBELERAT
(introns) » %A # 2 H S BA-F(exons) ; (D) HeH A B EDNA > MmfEx EG A B ZRNA -

33. ook B & 54 8% — 858 (phosphodiesterase) s 341 &l o B sk 5 4 HR ook 49 A b b ¥ F 51
T H A8 38w - (A)BREEILE & ¢ (B)GTP 5 (C)cAMP ; (D)Be H 85 BB 1LEs (adenylyl cyclase) »

34. 3l & — i £ R & (inflammatory responses)#4 fm itz F= 42 3% 5 F-(signaling molecules)Z : (A)&
"% #a i, (phagocytes)#o 484k B -F(chemokines) ; (B)A® X 4 ff(mast cells)#v #a 2k A% (histamines) ; (C)#1
% & fir(dendritic celis)fe T2 % (interferons) ; (D)ik B fm fifo T35 £

35 HA RILERACEFHAN—F - (AVESH T ABMARE BEREDH —HHT
BRI FR S (OF L ERELFAEA PILLITERAY OEALARTRETEANMEE
TERABME  $i REAARGESRETEH » Bt FHH4 -
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36. F 4T 4 F & B R (homology) 8y (R B 7) 1 (A)F St ta(whale) AR M e B2+ (B)shATAL
mE o AW F BB (AR T (neck bones) B EHRMIAE | (D)%
(Phalaenopsis) B %2 38 (Paphiopedilum)# & #¥ (lips) «

37. RAIEREFZHBER » TR 0B %%#ﬂ&;ﬁ(Laurasia)réifg DAEFE S (B)E L (Odtx
(DY |

38. - FMEMAASH » &R(whale)t F FIARFE M A4 S MR B ARk - (A)4  (B)& &S : (O)
% (D)TE -

39. 4RI 303K & 4 77 35 K (the living planet index) > if 40 FRFRGMEHHERY L HE
2898 A A (A1 1b(climate change) ; (B)\ 4% #&(invasive species) ; (C)id % ~ IR H 144
#| A (exploitation) ; (D)i% #(pollution) °

40. A th ik B 42 (genome) Y A % V1A% & F #24% L A (protein coding genes) 7 (A)6000 ; (B)19000 ;
(C)37000 ; (D)520000 «

41. 4 B X% #2(nature selection) F #| 4 i {75 & E5E ey ¢ (A)#h Fitness % » RIEL JERE MM
(nonrandom) ; BYXFER ME X LA FLY  (OXRFeHARER  EHRAEABREAEL DX
FRAERECHELEGSH ) BSEE £ 348 -

2. A TREMEBEIMGER  ABAREN—RERBERBIL (AR G/ H(sooty
mangabey) ; (B)4r £3€ % (orangutan) ; (C) K JE 28 (gorilla) ; (D)% 7832 (chimpanzee) e

43, W3kl SEdh A 4 1 (A)6000 3E 5 (B)200 & 48 5 (C)46 &5 1 (D)7948 4 -

44, 4R 3% 33 3% (kin selection) 437, + £ Blkdx (L M8y % Q%)é@%?ﬂ,.ﬁ;%{%%i(relatedness » 1) % (A)0.0625 ;
(B)0.125 ; (C)0.25 ; (D)0.5 »

45. F 7l # & £ 48 # #8(Agnatha) © (A)FE#R & (coelancanth) ; (B)F & (hagfish) ; (C)ér & (stingray) ;
(D)&; #.(sturgeon) °

AGARIE A 4 k8 0 F P4 & i % % % (scientific name) &) £ 4% % 57 # i © (A) Elephas maximus
Linnaeus, 1758 ; (B) Elephas maximus Linnaeus, 1758 ; (C) Elephas maximus Linnacus, 1758 ; (D)
Elephas maximus Linnaeus, 1758 »

47. F P A AEE A T A R & F B Sy dh(Amniota) 1 (A)F 5 (BYER 5 (O 5 (D) -

48. B AT A F L& F 0P F48 £ w5k A 4+ B 8 15 4% $5(genetic marker) ? (A)4 4588 £ B M 424k
Fd] f% & (internal transcribed spacer » ITS) ; (BYft 4252 12S A% 358242 4842 58 A B (12S nibosomal RNA
gene » 128) ; (C)%4 487 & DNA(microsatellite DNA) X #% % #§ £ & & & %) (short tandem repeats

STRs) ; (D) # %35 % E (the recombination-activating genes » RAGS)
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49. 2T B Bih & )G B A8 - 478484 — 8 £ % ##(monophyletic group) ? (AP ; (B)Q,R, S ;
OT,U,X; DV, W,X,Y,Z- '

4z °

507K ER8 - Q # T s ¥ #9 ] 4825 (the most recent common ancestor)% : (A)V ; (B)X ; (QO)Y ;
D)Z -




